Development of Human Antibodies Against
SARS-CoV-2 Variants of Concern
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Selection and proliferation of the Lymphoblastoid cell lines
Figure 1. Characteristics of SARS-CoV-2 and variants of concern. (Up) Timeline of the apparition of SARS-CoV-2 and the (L CL) that prOduce an tibOdies againSt SARS'CO V-Z RBD CO N C L U S I O N S

variants of concern. (Down) Schematic representation of the different domains in the subunit 1 and 2 of the SARS-
CoV_2 spike. NTD, N-terminal domain (in purple); RBD, receptor binding domain (in light blue); RBM, receptor binding
motif (in deep blue); FP, fusion peptide (in forest green); HR1, heptapeptide repeat sequence 1 (in blue); HR2,
heptapeptide repeat sequence 2 ( in melon orange); TM, transmembrane domain (in pink); CT and cytoplasmic tail (in
gold). RBD mutations in the variants of concern ant their location in the tridimensional structure. The figures were
prepared using PyMOL Molecular Graphics System version 2.4.1. PDB ID: 7BNM.
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 The immortalization of SARS-CoV-2 specific B-cells from convalescent
patients was optimized to obtain lymphoblastoid cell lines (LCL) that produce
antibodies IgG or IgA.

« We have obtained hundreds of SARS-CoV-2 specific lymphoblastoid cell
lines, several of them produce antibodies that recognizes the SARS-CoV-2
RBD and some variants of concern.

METHODS

« The P7F8 LCL produces in culture cell an IgG monomeric, with a yield of

Protocol approved by Ethical Comitee and Immortalization of the B cells with the 12.5 L
selection of the convalecent patients Epstein Barr virus -oMmgi/L.
Informed concent Convalecent patients v

« The P7F8 antibody recognizes the principal SARS-CoV-2 variants of concern
with subnanomolar affinity.
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+ « The P7F8 IgG antibody has the IGHD3-22 germline, that encoding the YYDRxG
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motif, which has been involved in the neutralization of SARS-CoV-2 and its
Analysis of the presences of antibodies Selection of the B cell that produces variants of concern.
that recognizes SARS-CoV-2 in the serum antibodies against SARS-CoV-2
AR O 2 Neutralization test Cell culture ELISA binding assay Proliferation
- "~ Figure 4. Proliferation of lymphoblastoid cell lines through the time. Representative images of the lymphoblastoid cell
‘ 4 , lines morphology obtained from blood samples of convalescent patients in different times after the immortalization
/ with Epstein Barr virus. The images were obtained with an inverted microscope and the support with AmScope
| , | . N program.
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